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Tag DNA polymerase Economy (+dNTPs), with Enhancer for High GC template and Robust

buffer

02-003 200 U (5U/ul) 02-003-5 5x 200 U (5U/ul)
AL, Thermus aquaticus DNA polymerase (Taq DNA polymerase) s 1% KIFHE TR EIZH

BlSH, BECKHRELZLOTHS, RIXO TagDNApolymerase & [f] U < 437 & 94 kDa Cifif#4 DNA
KU AT —VIEME SO, ABEHR ¥4 E DS (Robust)/Sy 7 7 —& GC Enhancer A8 H T
RT3z Lick v High GC template TD PCR RIG#1TH Z ¢ B TEE T,

B PCR BUGICHE L7=BER TEEAR T T A ~—%& IV T DNA OBEIED AT HE

A —fi¢372 PCR SSHEARAL (total 50u1)
WA A= | PCR Taq DNA polymerase (5 unit/pl) *0.25 ul
am =—PCR 10x Robust b uffer (Taq) 5l
dUTP, dITP, #NAEHX 7 L AT K 5x GC Enhancer 5~10ul
DY AL 2.5mM (each) dNTPs 4ul
o _ Template <500 ng
TIA~—Z AT va )
Primer 1 0.2~1.0 uM (final conc.)
7 i e i ) - 8
RSSO SR A & 1 HLEA Primer 2 0.2~1.0 pM (final conc.)
(TA XY B —~Dy u—=">77]) W7 K
[Ny FWENAER T2 ERCDREGE A LD EDHY ET

TEPEDES - IHME(LY 7T DNA 280/ 75 4 ~—& LT 74C, 30472 10 nmol DX 7 LAF
Z PR PETE BT H Y AT TEYEZ 1T unit & 972,

il J£ . SDS-PAGE (CBB %:f2) T 95%LL EA Tag DNApolymerase % > /37 &,
TURXZ VLT —EBBIVZX XL T —BDaryIx—yaryPRrbshzano e
ERERLTWA,
PCR HijE: A DNA 28 & L7= PCR KUGICE W T RIFARBIEN LN Z L 2B LT0A (K1),
S B 5 unit/pl
P JR 1 20 mM Tris-HC1 (pH 8.0), 100 mM KCI, 1 mM DTT, 0.1 mM EDTA, 50% glycerol, 0.5%

Tween20, 0.5% Igepal CA-630
(ES 17 : —20C
VS £ : 1.10 x Robust buffer (Taq) (02-Trb 1.0ml)

2. 2.5mM(each) dNTPs (02-Dnt 640ul)
3. 5x GC Enhancer (02-Enh 2.0ml)

(Robust buffer i/ D ZHE)
¥ L <IRF L THY £ 10 x Robust buffer Buffer (Taq)i 72g DNA polymerase i
ERARRICHIEHT LD IHERENTEY ETOTHERMEZRS LV FEETLHBHO
Ta gy RSN ETICA AT — 72Uk S BT 256030 0 £77,
WA=V OEBRFIEZBECANOT S 7 FORE SIZEDE T MERMZ#%E LTI
HL7ZE0,
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7a ha—)
2 DNA H#iigEf  PCR &4
2kb, 4kb 6kb 8kb
94" C 1min 94" C 1min 94" C 1min
95" C 5sec 95" C b5sec 95" C bsec
65" C 20sec } 25cycles 65" C 1min } 25 cycles 65" C 1min 205ec} 25 cycles
10kb, 12kb 14kb
94" C 1min 94" C 1min
98" C b5sec 98" C b5sec
68" C Smin} 30 cycles 68° C 4min } 30 cycles
72° C 8min 72° C 4min
(1)

M marker
Lane i
10kb
1 2kb A,
2 4kb 6kb
3 6kb "o
4 8kb
5 10kb
6 12kb 2kb
ESN 7 14kb Bl © 1% 2 step PCR 1T
> T Y % 923 3 step PCR

HIEVZOFE U ERRZ BZIC LT IEEN,
Skb<SHLWETHOMERMIZIkbHEVHE~10F, SkbLEOHEICIZ1I kbbb 5/H
ERELTWET,

FIBMOT 0 E T NOERDIRWGE T U EREHE 2 #1E LT PCR 217> T2 &EUY,

REELHLY:: # 02-001 Taqg DNA Polymerase (+dNTPa)  #02-021 Pfu DNA Polymerase(+dNTPs)

FEBRENR L2 L 9 I Buffer 12K 2B RIGIIFER TN TT DT 2-step PCR 2475 2 &2 BTT
BHLET, 2-step PCR 2477229 Z LICE VRO P CR X0 KIFICH RS L CRROMEENA T ET,
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GC Enhancer Z AW/~ P C R (Bordetella pertussis (ToHAMA I) genomic DNA (GCcontent 67%) & i\
7z adenylate cyclaseA gene DHIE) (Fig.3)
PCR A4

98" C 2min
98 C 5sec
68" C 1min | 14 cycles

98" C b5sec * decrease 0.5 = C/cycle
68" C* 1min} 16 cycles
72" C 8min

Fig.3 High GC template T® GC Enhancer DAk

(Bordetella pertussis; 67% GC) ™ the adenylate cyclase gene(6 kb) DiiE

Marker

GC Enhancer FE#sI0

GC Enhancer #/0

PCR ##)(lane2)® Ncol {H{t4
adenylate cyclase A JE{RF(Z13 Neol YHLHEBALAS — (& AT
HY ., ETOWEHTHD 2ERKOWRIXT 4 TN~ v Th
b PRI LDE—FKLT,

O—’J[\'Jr—lz

GC Enhancer (32 DNA D AVT 4 V7R A v M & T
. B L DNA O AN 2L ELSE2LEMDIREM T
S TnEd,

5x EHRMENTBY FTHB IR EZRTHERARED E
RETRLTHEY, 91 0x THALTHTI I, 2hER
ROENBRWEESx ETREZHT LN TEEY, Zhth
@ Template DNA IZAZNRIRETITHEH S E &0y,
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