Anti-Padl (S. pombe) antibody, rabbit serum

Product code 63-133
Size 100 pl
Storage Store 4°C for short term For long term storage store at -20°C.

Aliquot to avoid repeated freezing and thawing.

Concentration N/A

Buffer 0.05% sodium azide

Purity Rabbit antiserum

Immunogen Recombinant S. pombe full-length Padl
Isotype Rabbit IgG

Reactivity S. pombe Pad1 protein.

Special notes N/A

Application 1. Western blotting (1/300-1/1000)

2. Immunofluorescence staining

Background Schizosaccharomyces pombe Padl, a 35 kDa protein, is a component of the 26S
proteasome which is involved in the ATP-dependent degradation of
ubiquitinated proteins. Transcription factor Pap1l is controlled by the functional
interaction between the positive regulator Padl and negative regulator Crm1.
Both proteins are essential for cell viability and for the maintenance of
chromosome structure. Padl is also responsible for resistance to staurosporine,

and other drugs such as cycloheximide and caffeine.

Data Link UniProtKB P41878 (RPN11_SCHPO)

Please note: All products are FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC
PROCEDURES. NOT FOR MILITARY USE.
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Figure. Identification of Padl protein in crude extracts by anti-Padl antiserum

Lane 1: Endogeneous Pad1 protein

Lane 2: Padl protein expressed in the cells carrying wild-type padl gene on plasmid

Lane 3: Padl proteins expressed in the cells carrying both wild type padl gene and truncated padi
gene encoding 35 kDa and 33 kDa protein, respectively.
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